INTRODUCTION

Cadmium is a risk factor in cereal crops due to its high toxicit Cadmium is a risk factor in cereal crops due to its high toxicity and accumulation in the body, particularly to liver and kidney y and accumulation in the body, particularly to liver and kidneys, with s, with associated osteoporosis and cancer. Crop plants uptake associated osteoporosis and cancer. Crop plants uptake Cd Cd from soil as a trace of fertilizers. Oat ( from soil as a trace of fertilizers. Oat (Avena Avena sativa sativa L.) is widely used in L.) is widely used in baby foods and also adult consumption is increasing due to reduc baby foods and also adult consumption is increasing due to reduction of the risk of heart disease caused by tion of the risk of heart disease caused by β β--glucan glucan. The . The Cd Cd level level in plants is directly correlated with that in the soil, but is a in plants is directly correlated with that in the soil, but is also affected by genetic factors. lso affected by genetic factors. RAPDs, one REMAP, and one SRAP) were analyzed in , one REMAP, and one SRAP) were analyzed in the F the F 2 2 population population, and , and they were found to be statistically highly they were found to be statistically highly significantly associated with grain significantly associated with grain Cd Cd concentration. concentration. The markers The markers were converted into SCAR ( were converted into SCAR (sequence characterized amplified region) sequence characterized amplified region) markers. markers. SCAR AF20 (Fig.4) and SCAR AF15 were the best SCAR AF20 (Fig.4) and SCAR AF15 were the best markers owing to their capability to identify markers owing to their capability to identify homozygotes homozygotes for the for the low ( low (Aslak Aslak) allele (Fig.3). ) allele (Fig.3) .
MATERIALS AND METHODS MATERIALS AND METHODS
T
The four markers were assigned to one linkage group which he four markers were assigned to one linkage group which exhibited a QTL for grain exhibited a QTL for grain Cd Cd accumulation (LOD score > 16, the accumulation (LOD score > 16, the variance variance--explained ~50 %).
explained ~50 %).
FURTHER PLANS FURTHER PLANS
In future, we intend to identify candidate genes for In future, we intend to identify candidate genes for Cd Cd accumulation by using bioinformatics, genetics, and accumulation by using bioinformatics, genetics, and genomics tools. Our overall goal to understand the genomics tools. Our overall goal to understand the mechanisms and key genes responsible for mechanisms and key genes responsible for Cd Cd accumulation in oat. Practical goal is to produce accumulation in oat. Practical goal is to produce molecular markers tightly linked to the gene to enable molecular markers tightly linked to the gene to enable the marker assisted the marker assisted selection of low selection of low--accumulating accumulating cultivars in breeding programmes for healthy oat cultivars in breeding programmes for healthy oat cultivars. cultivars. 
